Samples were obtained from the patient and his family members with informed consent.
introduced into the antero-superior portion of one of the nostrils with a delicate swivel movement and lateral slip through the nasal wing. The procedure was repeated in the other nostril with the same swab, after which it was inserted in a microtube with the preservative TE 1X. The stem was cut with a scissors, enough to close the microtube. Saliva samples were collected by using Salivette Tube System (Sarstedt, Germany) according to the manufacturer's instructions. Before isolation of genomic DNA and RNA, oral mucosa, nasal mucosa, serum and breast milk samples were centrifuged at high speed, 13000 g for 20 min while the biopsy and placenta homogenate samples were directly used. Total RNA and DNA were simultaneously isolated using a same kit, All DNA/RNA Mini Kit according to manufacturer's instructions (CAT #:80204, Qiagen, Germany). The Obtained RNA was subjected to reverse transcription -PCR of 16S rRNA and further subjected to PCR amplification by using specific primers and conditions described elsewhere (7). The presence 16S rRNA, RLEP and folP1 genes of M. leprae were detected by using the primers and conditions described previously (8,9). All the amplified products were analyzed with 1.5% agarose gels. 
